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Alignment of highly conserved region in the Dusp6 promoter
containing 3 putative Etv4/Etv5 binding motifs (bold)

mouse
human
zebrafish
fugu

Site 1wt
Site 1 mt

Site 2 wt
Site 2 mt

Site 3 wt
Site 3 mt

ATCCGGAGCGGAAATTCCTTTCCGTTTTTCTCAATG
ATCCGGAGCGGAAATTCCTTTCCGTTTTTCTCAATG
ATCCGGAGCGGAAATTCCTTTCCGTTTTTCTCAATG
ATCCGGAGCGGAAATTCCTTTCCGTTTTTCTCAATG

ATCCGGAGCGGAAATTCCTTTCCGTTTTTGTGAATG
ATCCGGAGCGTTCATTCCTTTCCGTTTTTGTGAATG

ATCCGGAGCGGAAATTCCTTTCCGTTTTTGTGAATG
ATCCGGAGCGGAAAGAACTTTCCGTTTTTGTGAATG

ATCCGGAGCGGAAATTCCTTTCCGTTTTTGTGAATG
ATCCGGAGCGGAAATTCCTGAACGTTTTTGTGAATG

zebrafish ATCCGGAGCGGAAATTCCTTTCCGTTTTTCTCAATG
Pea3B Mut ATCCGGCGCGGCCCGTCCTTTCCGTTTTTCTCAATG

[JMouse wild-type Dusp6 promoter-PGL3
Osite 1 mutant Dusp6 promoter-PGL3
[ site 2 mutant Dusp6 promoter-PGL3
[ site 3 mutant Dusp6 promoter-PGL3

PCDNA
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Supplementary Figure 6



